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significant genes (JFC|>2 and FDR<0.05), Genes: 5277

F_CPA_2P_TD2291

F Placebe TD2291

0.25-
F_CPA_2cycle_TD2292
F CPA 3 _TD2291
F CPA _3b_TD2292
F CPA 2P TD2292 label
lepa PRYO2
Fcaies s F_CPA_1D_TD229
s F_CPA _1cycle_TD229
s F_CPA_2D TD229
F CPA 1P TD2292 & F_CPA_2cycle_TD227
& F_CPA_2cycle_TD229
& F_CPA_3D_TD229
& F_CPA_4cycle_TD227
F _CPA_4cycle #D227_ regrowthl
& F_CPA _4cycle_TD227_regrowth
F_CPA_lcycle_TD2291 s F_CPA_7cycle_TD227
s F_Placebo_TD227
0.00 - F_CPA_4cycle FD227_regréwfhPA_lcycle_TD2292 s F_Placebo_TD229
F_CPA_T7cycle_TD2272
F Placebe TD2273 F_CPA 2cycle TD2291
F_CPA 7cycle TD2271
F _Placebe TD2272
F _Placebe TD2271
F _CPR le TD2
—CRA A 250272
F_CPA_4cfelEPfpdsygle_TD2273
F _CPA_4cycle TD2272
-0.25-

F_CPA 2cycle_TD2271

0.0 0.2 0.4 0.6 0.8
PC1 (48.74%)



