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Orthogonal Distance

PC2 (24.82%)

G221 _RNASEQ MS316, 3 RPCA_All Female liver 8wk G216 Female liver 15wk _MS316,
All genes (without filter), RefSeqLncRNA76k_Genes: 75798
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PC2 (13.09%)

Orthogonal Distance

G221 RNASEQ MS316, 3 RPCA Significant_Female liver 8wk G216 Female liver 15wk MS316,
Significant genes (|FC|>2 and FDR<0.05), RefSegLncRNA76k Genes: 102
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Significant genes (|FC|>2 and FDR<0.05), RefSegLncRNA76k_Genes: 102
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PC2 (27.14%)

Orthogonal Distance

G221 _RNASEQ_MS316, 0 RPCA Non-significant_Intersection_Merge,
Non-significant genes (1.2 < |[FC| < 1/]1.2| and FDR >0.1, RPKM >1), RefSeqLncRNA76k Genes: 4677
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Non-significant genes (1.2 < [FC| < 1/|1.2] and FDR >0.1, RPKM >1), RefSeqLncRNA76k Genes: 4677
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Orthogonal Distance
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G221 _RNASEQ MS316, 1_RPCA Non-significant Female liver 15wk MS316 Male liver 15wk MS3186,
Non-significant genes (1.2 < |FC| < 1/]1.2] and FDR =0.1, RPKM >1), RefSeqLncRNA76k_Genes: 7208
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G221 _RNASEQ MS316,1 PCA Non-significant Female liver 15wk MS316 Male liver 15wk MS3186,
Non-significant genes (1.2 < |[FC| < 1/[1.2| and FDR =0.1, RPKM >1), RefSegLncBRNA76k_Genes: 7208
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G221 _RNASEQ MS316, 2 RPCA Non-significant_Male liver 8wk G216 Male liver 15wk MS3186,
Non-significant genes (1.2 < |FC| < 1/|]1.2| and FDR >0.1, RPKM >1), RefSegLncRNA76k Genes: 8272

Male_liver 15wk _MS5S316 G221 M72

(Male liver 8wk G216 G216 M61]

Male liver 15wk MS316 G221 M74
&

‘Male liver 15wk MS316 G221 M6E9|
T
[Male_liver 8wk _G216_G216_M66)

(Male liver 8wk G216 G216 M63]

‘Male liver 8wk G216 G216 M62|
IMale liver 8wk G216 G216 M65|
o

(Male liver 15wk MS316 G221 M73|
Male liver 15wk MS316 G221 M70]
‘Male liver 8wk G216 G216 M64|

« Male liver 15wk MS316 G221 M71|

i z 3
Score Distance

G221_RBNASEQ_MS316, 2_RPCAscore_Non-significant_Male_liver_ 8wk _G216_Male_liver_15wk_MS316,
Non-significant genes (1.2 < |FC| < 1/|]1.2] and FDR =0.1, RPKM >1), RefSeqLncRNA76k_Genes: 8272
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Non-significant genes (1.2 < |FC| < 1/|]1.2] and FDR >0.1, RPKM >1), RefSeqLncRNA76k Genes: 8272
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Non—significant genes (1.2 < [FC| < 1/|12| and FDR =0.1, RPKM =1), RefSeqLncRNATEk Genes: 8272
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4 Male_liver 15wk MS316
2 Male_liver 8wk G216
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G221_RNASEQ_MS316, 3 RPCA_Non-significant_Female_liver 8wk _G216_Female_liver_15wk_MS316,
Non-significant genes (1.2 < |[FC| < 1/]1.2| and FDR >0.1, RPKM >1), RefSeqLncRNA76k Genes: 8723

Female liver 8wk G216 G216 M72|
w

Female liver 8wk G216 G216 M68|
w

Female liver 15wk M531 B_GEE1_MBD]

(Female liver 8wk G216 G216 M71]

Female liver 15wk MS316 G221 M77]

'Female liver 15wk MS316 G221 M75]

|Female liver 15wk MS316 G221 M76

|[Female liver 15wk MS316 G221 M78|

'Female liver 8wk G216 G216 M67]
T
A '““h-_‘{xl:ernale_lwer_ﬂwk_ﬁm 6_G21 B_M?’D]

‘Female liver 15wk MS316 G221 M?BHFemme_”Ver_Bwk_Gm 6 G216 M69)

1 2 3
Score Distance

G221_RBNASEQ _MS316, 3_RPCAscore_Non-significant_Female_liver 8wk _G216_Female_liver_15wk_MS316,
Non-significant genes (1.2 < |FC| < 1/|]1.2] and FDR =0.1, RPKM >1), RefSeqLncRNA76k_Genes: 8723
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G221 _RNASEQ MS316,3 PCA Non-significant_Female liver 8wk G216 Female liver 15wk MS316,
Non-significant genes (1.2 < |FC| < 1/|]1.2] and FDR >0.1, RPKM >1), RefSeqLncRNA76k Genes: 8723
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rpkm Female liver Bwk G216 G216 ME9
rpkm Female liver Bwk G216 G216 M7T0
rpkm Female liver Bwk G216 G216 M7T1
rpkm Female liver 8wk G216 G216 M72
rpkm_ Female liver 15wk M3316 G221 M75
rpkm Female liver 15wk M3316 G221 M76
rpkm_Female liver 15wk MS316 G221 M77
rpkm_Female liver 15wk MS316 G221 M78
rpkm Female liver 15wk MS316 G221 M79
rpkm Female liver 15wk MS316 G221 MB80D

Vari

group
A2 Female liver 15wk MS316
a Female liver 8wk G216



